6) complementary to highly conserved regions of the / m-calpain cDNA in skeletal muscle of chicken sequence were designed from chicken calpain 80-K subunit cDNA sequence (Ohno et al., 1984) and used in a reverse transcriptase polymerase chain reaction to amplify a product (about 2 kb) of the calpain 80-K subunit from quail muscle total RNA. The sequences of primers were designed to amplify five overlapping products that produce a 2.1-kb consensus sequence as follows:
primer 1, 5′-GCTATGATGCCCTTTGGGGGGATC-3′ in exon 1, forward primer 2, 5′-GGTTAGGTTGCAGATCTCCAG-3′ in exon 9, reverse primer 3, 5′-CTGGAGATCTGCAACCTAACC-3′ in exon 9, forward primer 4, 5′-CTAGCCGCACATTGTCAGCAGCAG-3′ in exon 21, reverse primer 5, 5′-GACTTCATGAGGGAGTTCTC-3′ in exon 9, forward primer 6, 5′-GTTTCGCAGGAAGAAGTACT-3′ in exon 12, reverse primer 7, 5′-ATAAACTAGGCACCATGAGC-3′ reverse for 5′ RACE primer 8, 5′-AAGAGGGCACCACTCTCAAT-3′ forward for 3′ RACE The PCR products from independent amplifications (initial denaturation for 1 min at 94°C followed by 30 cycles of 30 s at 94°C, 30 s at 55°C, and 30 s at 72°C, and by extension for 10 min at 72°C) were cloned into the pCR II vector (Invitrogen). Sequences in spans of primer 1 and primer 4 were determined by anchored single-sided PCR (Loh et al., 1969 ) using a 5′-and 3′-RACE system (Gibco BRL, Gaitherburg, MD). Abridged Anchor Primer (AAP) and primer 7 for 5′-sided PCR and EMBL/Genbank accession number. AB011080.
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